Amerindian. A new approach for interpreting the 
genetic diversity in space: ‘Mobile Site Method’. 
Application to Gm haplotype distribution of 
twenty-seven...tribes from North and Central 
America, 221 

Anderson, 

see Thakker, R. V. et al. 

APC. Germline rearrangement of MCC and... detected 
by pulsed field gel electrophoresis and fluorescent 
in situ hybridization, 169 

Ashkenazi. The common, Near-Eastern origin of... 
and Sephardi Jews supported by Y-chromosome 
similarity, 55 

Atkinson, 8. 

see Shaw, M.-A. et al. 
Attwood, J. 

see Foster, K. et al. 
Avent, N. 

see Carritt, B. et al. 


Barbujani, G. 
see Zei, G. et al. 
Bartoli, C. 
see Gharib, B. et al. 
Bayesian inference in multipoint gene mapping, 65 
Bearn, A. G. 
Archibald Garrod and the Individuality of Man, 
reviewed by J. H. Edwards, 323 
Benham, F., Sugiyama, R., Hunt, D., Gillett, G. & 
Smith, M. 
identification and regional localization of a highly 
polymorphic dinucleotide repeat D1 18614 to the 
interval in 11q23.3 flanked by recurrent trans- 
location breakpoints, 281 
Berge-Lefrance, J. L. 
see Gharib, B. et al. 
Bertario, L. 
see Presciuttini, 8. et al. 
Besser, G. M. 
see Thakker, R. V. et al. 
Blackwell, J. 
see Shaw, M.-A. et al. 
Blunt, T. 
see Carritt, B. et al. 
Bouloux, P. 
see Thakker, R. V. 
Bowles, L. 
see Rees, M. et al. 
Boyle, J. M. 
see Fitzgibbon, J. et al. 
Brdicka, R. 
see Santachiara Benerecetti, A. S. ef al. 
Brenton, D. P. 
see Thakker, R. V. et al. 
Brett, P. 
see Curtis, D. et al. 


INDEX, VOL. 57 


Brynjolfsson, J. 

see Curtis, D. et al. 
Buchanan, K. D. 

see Thakker, R. V. et al. 
Burn, J. 

see Gayther, S. et al. 


Cambien, F. 

see Tiret, L. et al. 

Carritt, B., Blunt, T., Avent, N., Daniels, G. & Steers, 
F. 

Rh null phenotypes are not due to a gross deletion 
and can occur on different Rh genetic back- 
grounds, 273 

Cavalli-Sforza, L. L. 
see Zei, G. et al. 
Chapman, P. 
see Gayther, S. ef al. 
Chiang, T. 
see Shaw, M.-A. et al. 
chromosome 2pl12. Human regeneration protein/ 
lithostathine genes map to, 9 
chromosome 2q21. Regional localization of the lactase- 
phlorizin hydrolase gene, LCT, to, 179 
2q33-—q37. An RFLP map for... from multicase myco- 
bacterial and leishmanial disease families: no 
evidence for an Lsh/Ity/Bceg gene homologue 
influencing susceptibility to leprosy, 251 
chromosome 3. Regional localization of the gene 
coding for the G,,, activator protein (@M2A) to 
chromosome 5q32-33 and confirmation of the 
assignment of GM2AP to, 187 
chromosome 5q32-33. Regional localization of the 
gene coding for the G,,, activator protein (@M2A) 
to...and confirmation of the assignment of 
GM2AP to chromosome 3, 187 
chromosome 6p21.3, human. Mapping of RXRB to, 
203 
chromosome 7. Description of a dinucleotide repeat 
polymorphism in the human elastin gene and its 
use to confirm assignment of the gene to, 87 
chromosome 9q34. Localization of the retinoid X 
receptor alpha gene (RXRA) to, 195 
chromosome iipi1.2—11q13. Linkage analysis of 7 
polymorphic markers at...in 27 multiple en- 
docrine neoplasia type 1 families, 17 
11q23.3. Identification and regional localization of a 
highly polymorphic dinucleotide repeat D1 18614 
to the interval in... flanked by recurrent trans- 
location breakpoints, 281 
chromosome 16p12.3-16p13.11. Localization of the 
Tamm-Horsfall glycoprotein (uromodulin) gene 
to, 285 
colorectal cancer. Correlation between relatives for... 
mortality in familial adenomatous polyposis, 
105 


ae 

: 

> 

Shen's 

: 

: 

t 


il Index 


Cook, C. C. H., Gurling, H. M. D. & Curtis, D. 
DOLINK - a computer program to facilitate man- 
agement of genetic data and analyses, 307 

correlation. Estimating the...among siblings, 297 

Curtis, D., Brynjolfsson, J., Petursson, H., Holmes, 
D.S., Sherrington, R., Brett, P., Rifkin, L., 
Murphy, P., Moloney, E., Melmer, G. & Gurling, 
H.M. D. 

segregation and linkage analysis in five manic 
depression pedigrees excludes the 5HT La receptor 
gene (HTRIA), 27 
Curtis, D. 
see Cook, C. C. H. et al. 

D11S8614. Identification and regional localization of a 
highly polymorphic dinucleotide repeat ...to the 
interval in 11q23.3 flanked by recurrent trans- 
location breakpoints, 281 

Dagorn, J.C. 

see Gharib, B. et al. 
Daniels, G. 

see Carritt, B. et al. 
Delhanty, J. D. A. 

see Gayther, 8. et al. 
Delhanty, J. D. A. 

see Rees, M. et al. 
Dockrell, H. 

see Shaw, M.-A. et al. 

DOLINK —a computer program to facilitate man- 
agement of genetic data and analyses, 307 

Ducimetiere, P. 

see Tiret, L. et al. 
Dugoujon, J. M. 
see Hazout, S. et al. 


Edwards, A. W. F. 
Likelihood, expanded edition, reviewed by C. A. B. 
Smith, 315 
Edwards, C. R. 
see Thakker, R. V. et al. 
Edwards, J. H. 
review of Archibald Garrod and the Individuality of 
Man, by A. G. Bearn, 323 
Edwards, Y. H. 
see March, R. E. et al. 
Ehnholm, C. 
see Tiret, L. et al. 
elastin. Description of a dinucleotide repeat poly- 
morphism in the human...gene and its use to 


confirm assignment of the gene to chromosome 7, 
87 


familial adenomatous polyposis. Correlation between 
relatives for colorectal cancer mortality in, 105 
familial adenomatous polyposis. Molecular genetic 
evidence for the delineation of a more severe form 
of... which results from fresh mutation, 97 
Farren, B. 
see Thakker, R. V. et al. 
Fellous, M. 
see Santachiara Benerecetti, A. S. et al. 


Ferguson-Smith, M. A. 

see Jones, K. A. et al. 

Fernandez, R. 

see Pasaro, E. et al. 
Ferrell, R. 

see Foster, K. et al. 
Fiorani, O. 

see Zei, G. et al. 

Fitzgibbon, J., Gillett, G. T., Woodward, K. J., Boyle, 

J.M., Wolfe, J. & Povey, S. 
mapping of RX RB to human chromosome 6p21.3, 
203 
Fitzgibbon, J. 
see Jones, K. A. et al. 

Foster, K., Ferrell, R., King-Underwood, L., Povey, 
S., Attwood, J., Rennick, R., Humphries, 8. E. & 
Henney, A. M. 

description of a dinucleotide repeat polymor- 
phism in the human elastin gene and its use to 
confirm assignment of the gene to chromosome 7, 
87 
Fox, M. F. 
see Gharib, B. et al. 
Fox, M. F. 
see Harvey, C. B. et al. 
Fox, M. F. 
see Swallow, D. M. et al. 


Gayther, S., Wells, D., Gulati, K., Chapman, P., 

Burn, J. & Delhanty, J. D. A. 

germline rearrangement of MCC and APC detected 
by pulsed field gel electrophoresis and fluorescent 
in situ hybridization, 169 

genotype-disease association. Inference of the strength 
of...from studies comparing offspring with and 
without parental history of disease, 141 

germline rearrangement of MCC and APC detected by 
pulsed field gel electrophoresis and fluorescent in 
situ hybridization, 169 

Gharib, B., Fox, M.F., Bartoli, C., Giorgi, D., 
Sansonetti, A., Swallow, D. M., Dagorn, J.C. & 
Berge-Lefranc, J. L. 

human regeneration protein/lithostathine genes 
map to chromosome 2p12, 9 
Gillett, G. 
see Benham, F. et al. 
Gillett, G. T. 
see Fitzgibbon, J. et al. 
Giorgi, D. 
see Gharib, B. et al. 

(GM2A). Regional localization of the gene coding for 
the Gy, activator protein...to chromosome 
5q32-33 and confirmation of the assignment of 
GM2AP to chromosome 3, 187 

Gy». activator protein. Regional localization of the 
gene coding for the...(@M2A) to chromosome 
5q32-33 and confirmation of the assignment of 
GM2AP to chromosome 3, 187 

Gm haplotype distribution of twenty-seven Amer- 

indian tribes from North and Central America. A 

new approach for interpreting the genetic di- 


og 
igs: 


versity in space: ‘Mobile Site Method’. Appli- 
cation to, 221 
Goudie, D. 
see Jones, K. A. et al. 
Green, J. R. & Shah, 8. 
power comparison of various sibship tests of 
association, 151 
Green J. R. 
see Shah, S. 
Guasp, G. 
see Hazout, S. et al. 
Gulati, K. 
see Gayther, S. et al. 
Gurling, H. M. D. 
see Cook, C. C. H. et al. 
Gurling, H. M. D. 
see Curtis, D. et al. 


haplotype concordance. Testing for... with incomplete 
parental data— modified Q and correction for 
modified N, 239 

Harding, B. 

see Thakker, R. V. et al. 

Hardy-Weinberg. Testing the... law across strata, 291 

Harvey, C. B., Fox, M. F., Jeggo, P. A., Mantei, N., 
Povey, S. & Swallow, D. M. 

regional localization of the lactase-phlorizin hy- 
drolase gene, LCT, to chromosome 2q21, 179 
Havekes, L. 
see Tiret, L. et al. 
Hazout, S., Guasp, G., Loirat, F., Maurieres, P., 
Larrouy, G. & Dugoujon, J. M. 
anew approach for interpreting the genetic diversity 
in space: ‘Mobile Site Method’. Application to 
Gm_ haplotype distribution of twenty-seven 
Amerindian tribes from North and Central 
America, 221 
Heath, D. A. 
see Thakker, R. V. et al. 
Henney, A. M. 
see Foster, K. et al. 
Hollyoake, M. 
see March, R. E. et al. 
Holmes, D.S. 
see Curtis, D. et al. 
Hopkinson, D. A. 
see March, R. E. et al. 

(HTRIA). Segregation and linkage analysis in five 
manic depression pedigrees excludes the 5HT 1a 
receptor gene, 27 

Humphries, 8. E. 

see Foster, K. et al. 
Hunt, D. 

see Benham, F. et al. 
Hussain, R. 

see Shaw, M.-A. ef al. 


intraclass correlation coefficient, the. Estimation of, 
159 

Islam, I. 

see Swallow, D. M. et al. 


Index ili 


Italy. Barriers to gene flow estimated by surname 
distribution in, 123 


Jackson, C. E. 

see Thakker, R. V. et al. 
Jansen, 8. 

see Thakker, R. V. 
Jeggo, P. A. 

see Harvey, C. B. et al. 
Jenkins, T. 

see Spurdle, A. B. 
Jeremiah, 8. 

see Pook, M. A. et al. 

Jones, K.A., Fitzgibbon, J., Woodward, K.J., 
Goudie, D., Ferguson-Smith, M. A., Povey, S., 
Wolfe, J. & Solomon, E. 

localization of the retinoid X receptor alpha gene 
(RXRA) to chromosome 9q34, 195 


et al. 


Kaukab, F. 
see Shaw, M.-A. ef al. 
Keen, K. J. 
estimating the correlation among siblings, 297 
Khaliq, S. 
see Shaw, M.-A. et al. 
King-Underwood, L. 
see Foster, K. et al. 
Klima, H. 
see Swallow, D. M. et al. 


lactase-phlorizin hydrolase. Regional localization of 
the... gene, LCT, to chromosome 2q21, 179 
Larrouy, G. 
see Hazout, S. et al. 
LCT. Regional localization of the lactase-phlorizin 
hydrolase gene, ..., to chromosome 2q21, 179 
Leigh, 8S. E. A. 
see Rees, M. et al. 
leishmanial disease. An RFLP map for 2q33-q37 from 
multicase mycobacterial and...families: no evi- 
dence for an Lsh/Ity/Bcg gene homologue influ- 
encing susceptibility to leprosy, 251 
leprosy. An RFLP map for 2q33-q37 from multicase 
mycobacterial and leishmanial disease families: 
no evidence for an Lsh/Ity/Bcg gene homologue 
influencing susceptibility to, 251 
Lewontin, R. C. 
see Presciuttini, S. ef al. 
linkage analysis of 7 polymorphic markers at chromo- 
some 1ipit.2-11q13 in 27 multiple endocrine 
neoplasia type 1 families, 17 
linkage analysis. Segregation and...in five manic 
depression pedigrees excludes the 5HT la receptor 
gene (HTRIA), 27 
Lins-Lainson, Z. 
see Shaw, M.-A. et al. 
Lips, K. 
see Thakker, R. V. 
Lisa, A. 
see Zei, G. et al. 


et al. 


iv Index 


lithostathine. Human regeneration protein/... genes 
map to chromosome 2p12, 9 

Loirat, F. 

see Hazout, S. et al. 

Lsh/Ity/Beg gene homologue. An RFLP map for 
2q33-q37 from multicase mycobacterial and 
leishmanial disease families: no evidence for 
an... influencing susceptibility to leprosy, 251 


manic depression. Segregation and linkage analysis in 
five... pedigrees excludes the 5HT1la receptor 
gene (HTRIA), 27 

Mantei, N. 

see Harvey, C. B. et al. 
March, R. E., Hollyoake, M., Putt, W., Hopkinson, 
D. A., Edwards, Y. H. & Whitehouse, D. B. 
genetic polymorphism in the 3’ untranslated region 
of human phosphoglucomutase-1, 1 
Maurieres, P. 
see Hazout, S. et al. 

MCC. Germline rearrangement of ... and APC detected 
by pulsed field gel electrophoresis and fluorescent 
in situ hybridization, 169 

Mehdi, S. Q. 

see Shaw, M.-A. et al. 
Melmer, G. 

see Curtis, D. et al. 
Méndez, J. 

see Pasaro, E. et al. 
Menozzi, P. 

see Zei, G. et al. 
Menzel, H. J. 

see Tiret, L. et al. 

‘Mobile Site Method’. A new approach for interpreting 
the genetic diversity in space:... Application to 
Gm haplotype distribution of twenty-seven 
Amerindian tribes from North and Central 
America, 221 

Modiano, G. 

see Santachiara Benerecetti, A. S. et al. 
Moloney, E. 
see Curtis, D. et al. 

multiple endocrine neoplasia. Linkage analysis of 7 
polymorphic markers at chromosome 11pi1.2- 
11q13 in 27...type 1 families, 17 

multipoint gene mapping. Bayesian inference in, 65 

Murphy, P. 

see Curtis, D. et al. 

natural selection. Sex ratio and...in humans: a 
comparative analysis of two Caucasian popu- 
lations, 211 

Nicaud, V. 

see Tiret, L. et al. 
Norum, R. A. 
see Thakker, R. V. et al. 


Olson, J. M. 

testing the Hardy-Weinberg law across strata, 291 
optical density profile analysis of trypsin-Giemsa 
bands in human X-chromosomes, 117 


Pang, J.T. 
see Thakker, R. V. et al. 
Pasaro, E., Fernandez, R. & Méndez, J. 
optical density profile analysis of trypsin-Giemsa 
bands in human X-chromosomes, 117 
Passarino, G. 
see Santachiara Benerecetti, A. 8. ef al. 
Petursson, H. 
see Curtis, D. et al. 
phosphoglucomutase-1, human. Genetic poly- 
morphism in the 3’ untranslated region of, 1 
Pook M. A., Jeremiah, 8., Scheinman, 8. J., Povey, 8. 
& Thakker, R. V. 
localization of the Tamm-Horsfall glycoprotein 
(uromodulin) gene to chromosome 16p12.3- 
16p13.11, 285 
Povey, 8. 
see Fitzgibbon, J. et al. 
Povey, 8. 
see Foster, K. et al. 
Povey, 8. 
see Harvey, C. B. et al. 
Povey, 8. 
see Jones, K. A. et al. 
Povey, 8. 
see Pook, M. A. et al. 
Povey, 8. 
see Swallow, D. M. et al. 
power comparison of various sibship tests of as- 
sociation, 151 
Presciuttini, S., Bertario, L., Sala, P., Rossetti, C. & 
Lewontin, R.C. 
correlation between relatives for colorectal cancer 
mortality in familial adenomatous polyposis, 105 
Putt, W. 
see March, R. E. et al. 


Ramos, F. 
see Shaw, M.-A. et al. 
Rees, M., Leigh, S. E. A., Delhanty, J. D. A., Bowles, 
L. & Talbot, I. C. 
molecular genetic evidence for the delineation of a 
more severe form of familial adenomatous poly- 
posis which results from fresh mutation, 97 
regeneration protein. Human.../lithostathine genes 
map to chromosome 2p12, 9 
Rennick, R. 
see Foster, K. et al. 
retinoid X receptor alpha. Localization of the... gene 
(RXRA) to chromosome 9q34, 195 
Rh null phenotypes are not due to a gross deletion and 
can occur on different Rh genetic backgrounds, 
273 
Rifkin, L. 
see Curtis, D. et al. 
Rossetti, C. 
see Presciuttini, S. et al. 
(RXRA). Localization of the retinoid X receptor 
alpha gene...to chromosome 9q34, 195 
RXRBB. Mapping of...to human chromosome 6p21.3, 
203 


AK 
3 


Sala, P. 

see Presciuttini, 8. et al. 
Sampson, J. 

see Thakker, R. V. et al. 
Sandhoff, K. 

see Swallow, D. M. et al. 
Sansonetti, A. 

see Gharib, B. et al. 

Santachiara Benerecetti, A. S., Semino, O., Passarino, 
G., Torroni, A., Brdicka, R., Fellous, M. & 
Modiano, G. 

the common, Near-Eastern origin of Ashkenazi and 
Sephardi Jews supported by Y-chromosome 
similarity, 55 
Scheinman, S. J. 
see Pook, M. A. et al. 
Schepers, U. 
see Swallow, D. M. et al. 
Semino, O. 
see Santachiara Benerecetti, A. S. ef al. 

Sephardi. The common, Near-Eastern origin of Ash- 
kenazi and... Jews supported by Y-chromosome 
similarity, 55 

sex ratio and natural selection in humans: a com- 
parative analysis of two Caucasian populations, 
211 

Shah, 8. & Green, J. R. 

testing for haplotype concordance with incomplete 
parental data— modified Q and correction for 
modified N, 239 
Shah, 8. 
see Green, J. R. 
Shalet, S. M. 
see Thakker, R. V. et al. 
Shaw, J. 
see Shaw, M.-A. et al. 

Shaw, M.-A., Atkinson, 8., Dockrell, H., Hussain, R., 
Lins-Lainson, Z., Shaw, J., Ramos, F., Silveira, 
F., Mehdi, S. Q., Kaukab, F., Khaliq, 8., Chiang, 
T. & Blackwell, J. 

an RFLP map for 2q33-q37 from multicase myco- 
bacterial and leishmanial disease families: no 
evidence for an Lsh/Ity/Bcg gene homologue 
influencing susceptibility to leprosy, 251 
Sherrington, R. 
see Curtis, D. et al. 
Silveira, F. 
see Shaw, M.-A. et al. 
Siri, E. 
see Zei, G. et al. 
Smith, A. F. M. 
see Stephens, D. A. 
Smith, C. A. B. 
review of Likelihood, expanded edition, by A. W. F. 
Edwards, 315 
Smith, M. 
see Benham, F. et al. 
Solomon, E. 
see Jones, K. A. et al. 
Spurdle, A. B. & Jenkins, T. 
complex polymorphisms are revealed by Y chromo- 


Index 


some probe 49a with Bg/I1, HindIII, Pstl and 
SStI, 41 
Srivastava, M.S. 
estimation of the intraclass correlation coefficient, 
159 
Steer, F. 
see Carritt, B. et al. 
Stephens, D. A. & Smith, A. F. M. 
Bayesian inference in multipoint gene mapping, 
65 
Sugiyama, R. 
see Benham, F. et al. 
surname distribution in Italy. Barriers to gene flow 
estimated by, 123 
Swallow, D.M., Islam, I., Fox, M.F., Povey, S., 
Klima, H., Schepers, U. & Sandhoff, K. 
regional localization of the gene coding for the Gy, 
activator protein (@./24 ) to chromosome 5q32-33 
and confirmation of the assignment of GM/2AP to 
chromosome 3, 187 
Swallow, D. M. 
see Gharib, B. et al. 
Swallow, D. M. 
see Harvey, C. B. et al. 


Taggart, R. T. 

see Thakker, R. V. et al. 
Tailor, D. 

see Thakker, R. V. et al. 
Talbot, I. C. 

see Rees, M. et al. 

Tamm-Horsfall glycoprotein (uromodulin). Local- 
ization of the...gene to chromosome 16p12.3 
16p13.11, 285 

Thakker, R. V., Wooding, C., Pang, J. T., Farren, B., 
Harding, B., Anderson, D.C., Besser, G. M., 
Bouloux, P., Brenton, D. P., Buchanan, K. D., 
Edwards, C. R., Heath, D. A., Jackson, C. E., 
Jansen, S., Lips, K., Norum, R. A., Sampson, J., 
Shalet, S. M., Taggart, R. T., Tailor, D., Wheeler, 
M. H., Woollard, P. M. & Yates, J. 

linkage analysis of 7 polymorphic markers at 
chromosome 11p11.2—11q13 in 27 multiple endo- 
crine neoplasia type 1 families, 17 
Thakker, R. V. 
see Pook, M. A. et al. 
Tiret, L., Nicaud, V., Ehnholm, C., Havekes, L., 
Menzel, H. J., Ducimetiere, P. & Cambien, F. 
inference of the strength of genotype-disease as- 
sociation from studies comparing offspring with 
and without parental history of disease, 141 
Torroni, A. 
see Santachiara Benerecetti, A. S. et al. 


Ulizzi, L. & Zonta, L. A. 
sex ratio and natural selection in humans: a 
comparative analysis of two Caucasian popu- 
lations, 211 
(uromodulin). Localization 


of the Tamm-Horsfall 


glycoprotein...gene to chromosome 16p12.3 
16p13.11, 285 


vi 


Wells, D. 
see Gayther, 8. et al. 


Wheeler, M. H. 


see Thakker, R. V. et al. 


Whitehouse, D. B. 

see March, R. E. et al. 
Wolfe, J. 

see Fitzgibbon, J. et al. 
Wolfe, J. 

see Jones, K. A. et al. 
Wooding, C. 


see Thakker, R. V. et al. 


Woodward, K. J. 

see Fitzgibbon, J. et al. 
Woodward, K. J. 

see Jones, K. A. et al. 
Woollard, P. M. 


see Thakker, R. V. et al. 


Index 


X-chromosomes, human. Optical density profile 
analysis of trypsin-Giemsa bands in, 117 


Y chromosome. Complex polymorphisms are revealed 
by...probe 49a with Bg/II, HindIII, and 
SstI, 41 

Y-chromosome similarity. The common, Near-East- 
ern origin of Ashkenazi and Sephardi Jews 
supported by, 55 

Yates, J. 

see Thakker, R. V. et al. 


Zei, G., Barbujani, G., Lisa, A., Fiorani, O., Menozzi, 
P., Siri, E. & Cavalli-Sforza, L. L. 
barriers to gene flow estimated by surname dis- 
tribution in Italy, 123 
Zonta, L. A. 
see Ulizzi, L. et al. 


: 
la 
4 


